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Pfea&s Yind feeiow a communication from tn© EXAMINER in charge of this application 

l ins application contains sequence disclosures that are encompassed by me 
definitions for nucleotide and/or amino acid sequences set forth in 37 CFR 1 ,821 (a)(1) 
and (a)(2): However, this application fails to comply with the requirements of 37 CFR 
1 .821 through 1 .825 for the reasons) set forth on the attached Notice To Comply With 
Requirements For Patent Applications Containing Nucleotide Sequence And/Or Amino 
Acid Sequence Disclosures and marked-up Raw Sequence Listing, 



APPLICANT MUST COMPLY WITH THE SEQUENCE RULES, 37 CFR 1.821 - 
1 825 IN THE TIME GIVEN FOR RESPONSE TO THIS OFFICE ACTION. Failure to 
comply with these requirements will result in ABANDONMENT of the application under 
37 CFR 1.821(g). Extensions of time may be obtained by filing a petition accompanied 
by the extension fee under the provisions of 37 CFR 1 . 1 36. In no case may an 
applicant extend the period for response beyond the six month statutory period. 
Applicant is requested to return a copy of the attached Notice to Comply with the 
response. 



Any inquiry- concerning this communication or earlier communications from the Examiner 
should be directed to Holly Schnizer, Ph.D. whose telephone number is (703) 305-3722. The 
Examiner can normally be reached Monday through Thursday from 7:30 AM to 4:30 PM. 

If attempts to reach the Examiner by telephone are unsuccessful, the Examiner's 
supervisor, Christopher Low, can be reached at (703) 306-41 19. The OFFICIAL fax phone 
number for Technology Center 1600 is (703) 308-4242. 

Any inquiry of a general nature or relating to the status of this application or proceeding 
should be directed to the Technology Center 1600 receptionist whose telephone number is (703) 
308-0196. 



Application No.: 09/185.904 
NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

rne nucleotide ancflor amino acid sequence disclosure ctorifairted ih this applfration 

comply with the requirements for such a disclosure as set forth in 37 C F R 1 ,821 - 1 825 for the 

following reason(s): 

fU] 1 This application dearly fells io comply with ih© requirements of 37 C.F.R.. 1.821-1625. Applicant's 
I— J attention is directed to timm regulations, pufriishjed at 1 1 14 OG 29, May 15 r 19-90 and at 55 FR 
18230, May 1, 1990. 

□ 2 This application does no! contain, as a separate part of the disclosure on paper copy., a ' Sequence 
Listing" as required by 37 C F R 1 ,821 (cj 

F] 3. A copy of the ' Sequence Listing"' in computer readable form has not been submitted as required by 
U 37 CF R 1.321(e). 

4 A copy of the ""Sequence Listing' in computer reaoabie form has been submitted. However, the 
U content of the computer readable term does not comply with the requirements of 3? C.F.R. 1 .922 
and/or 1.B23. as indicated on the attached copy of the marked -up "Raw Sequence Listing M 

□ 5 The computer readable form thai has mm fated w-th this apf>fcaton has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1.825(d). 

□ 6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 

j™| 7. Other: 

Applicant Must Provide: 

j^J An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 



SAn initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 
into the specification. 

fyl A statement that the content of the paper and computer readable copies are the same and, where 
^ applicable, include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
For Patentln software help, call (703) 308-6856 

PI FASF RFTI IRN A mPY OF THIS NOTIHF WITH YOI IR RFSPONSF 



ERRORMPORX 



BIOTECHNOLOGY 

SYSTEMS ]| a 

BRANCH a . 




u f fhP Scientific and Technical Information 
Th e Biotechnology Sf«^^^^ CRF diskette: 
(STIC) detected errors when processing 



Application Serial Number: Jll 



Art Unit /Team No. . 
Date Processed by STIC: 



BEST AVAILABLE COPY 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS DETECTED. 

:::;, b , sur .toeo»»»™, s ,»— — ms 

BY EITHER: 

2) LALLinu rniUPT Y 

, UTT u a NOTICE lO ^ v/lV * i ~ * 

::::,«h«t B att„e»e S t S - m , ss ™«c.,ve 0 ~ 

WILL BE ERROR FREE. 

1F YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 
MARK SPENCER 703-308-4212 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



oi/tK, i d/ 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

Wrapped Nucleics The number/text at the end of each line "wrapped" down to the next line. 

This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

Wrapped Aminos The amino acid number/text at the end of each line "wrapped " down to the next line. 

This may occur if your fiie was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 



Incorrect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



8 Skipped Sequences 

(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing between the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission-is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 



10 Use of n's or Xaa's 

(NEW RULES) 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



11 



12 



J 



13 



Use of <213>Organism 
(NEW RULES) 

Use of <220>Feature 
(NEW RULES) 



Patentln ver. 2.0 "bug" 



Sequence(s) _ 



are missing this mandatory field or its response. 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial" or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager" or any other means to copy file to floppy disk. 
AKS-Biotechnology Systems Branch- 5/15/99 
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PAGE - 1 RAW SEQUENCE LISTING DATE : 12/10/1999 

PATENT APPLICATION US/09 /165 , 904 TIME ; 15. 3 G. 57 

Input Set: 1185904. RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. 



1 <110> APPLICANT: Anderson, Christen M . ^ Comp'V 

2 Davis, Robert e . k ^ ry^ette Neeciei 

3 Clevenger, William OOfreCUJ'---^ ' lt 

4 Wiley, Sandra Eileen / 

5 Wilier, Scott W. . 7 ' 

6 Szabo, Tomas R. ^W/ 

7 Ghosh, Soumitra S. 

8 <120> TITLE OF INVENTION: PRODUCTION OF ADENINE NUCLEOTIDE 

9 TRANSLOCATOR (ANT) , NOVEL ANT LIGANDS AND SCREENING ASSAYS 

10 THEREFOR 

11 <130> FILE REFERENCE: 660088.420 

12 <140> CURRENT APPLICATION NUMBER: US / 0 9 / 18 5 , 904 
n <141> CURRENT FILING DATE: 1998-11-03 

14 <160> NUMBER OF SEQ ID NOS : 33 

15 <170> SOFTWARE: FastSEQ for Windows Version 3.0 

16 <210> SEQ ID NO 1 

17 <211> LENGTH: 894 

18 <212> TYPE: DNA 

19 <213> ORGANISM: Homo sapien 
2 0 <4 00> SEQUENCE: 1 

21 atgggtgatc acgcttggag cttcctaaag gacttcctgg ccggggcggt cgccgctgcc 

22 gtctccaaga ccgcggtcgc ccccatcgag agggtcaaac tgctgctgca ggtccagcat 

23 gccagcaaac agatcagtgc tgagaagcag tacaaaggga tcattgattg tgtggtgaga 

24 atccctaagg agcagggctt cctctccttc tggaggggta acctggccaa cgtgatccgt 
o 5 tacttcccca cccaagctct caacttcgcc ttcaaggaca agtacaagca gctcttctta 
-6 gggggtgtgg atcggcataa gcagttctgg cgctactttg ctggtaacct ggcgtccggt 
27 ggggccgctg gggccacctc cctttgcttt gtctacccgc tggactttgc taggaccagg 
n 8 ttggctgctg atgtgggcag gcgcgcccag cgtgagttcc atggtctggg cgactgtatc 
09 atcaagatct tcaagtctga tggcctgagg gggctctacc agggtttcaa cgtctctgtc 

30 caaggcatca ttatctatag agctgcctac ttcggagtct atgatactgc caaggggatg 

31 ctgcctgacc ccaagaacgt gcacattttt gtgagctgga tgattgccca gagtgtgacg 

32 gcagtcgcag ggctgctgtc ctaccccttt gacactgttc gtcgtagaat gatgatgcag 

3 3 tccggccgga aaggggccga tattatgtac acggggacag ttgactgctg gaggaagatt 

34 gcaaaagacg aaggagccaa ggccttcttc aaaggtgcct ggtccaatgt gctgagaggc 

35 atgggcggtg cttttgtatt ggtgttgtat gatgagatca aaaaatatgt ctaa 

36 <210> SEQ ID NO 2 

37 <211> LENGTH: 897 

38 <212> TYPE: DNA 

3 9 <213> ORGANISM: Homo sapien 

4 0 <4 00> SEQUENCE: 2 

41 atgacagatg ccgcattgtc cttcgccaag gacttcctgg caggtggagt ggccgcagcc 

42 atctccaaga cggcggtagc gcccatcgag cgggtcaagc tgctgctgca ggtgcagcat 

43 gccagcaagc agatcactgc agataagcaa tacaaaggca ttatagactg cgtggtccgt 

44 attcccaagg agcaggaagt tctgtccttc tggcgcggta acctggccaa tgtcatcaga 
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PAGE: 2 RAW SEQUENCE LISTING DATE: 12/iu/iyyy 

PATENT APPLICATION US/09/185,904 TIME: 15:36:57 

Input Set: 1185904. RAW 

45 tacttcccca cccaggctct taacttcgcc ttcaaagata aatacaagca gatcttcctg 300 

46 ggtggtgtgg acaagagaac ccagttttgg cgctactttg cagggaatct ggcatcgggt 360 

47 ggtgccgcag gggccacatc cctgtgtttt gtgtaccctc ttgattttgc ccgtacccgt 420 

48 ctagcagctg atgtgggtaa agctggagct gaaaggqaat tccgaggcct cggtgactgc 480 

49 ctggttaaga tctacaaatc tgatgggatt aagggcctgt accaaggctt taacgtgtct 540 

50 gtgcagggta ttatcatcta ccgagccgcc tacttcggta tctatgacac tgcaaaggga 600 

51 atgcttccgg atcccaagaa cactcacatc gtcatcagct ggatgatcgc acagactgtc 660 

52 actgctgttg ccgggttgac ttcctatcca tttgacaccg ttcgccgccg catgatgatg 720 

53 cagtcagggc gcaaaggaac tgacatcatg tacacaggca cgcttgactg ctggcggaag 780 

54 attgctcgtg atgaaggagg caaagctttt ttcaagggtg catggtccaa tgttctcaga 840 

55 ggcatgggtg gtgcttttgt gcttgtcttg tatgatgaaa tcaagaagta cacataa 897 

56 <210> SEQ ID NO 3 

57 <211> LENGTH: 897 

58 <?.12> TYPE: DNA 

59 <213> ORGANISM: Homo sapien 

60 <400> SEQUENCE: 3 

61 atgacggaac aggccat-.rtc cttcgccaaa gacttcttgg ccggaggcat cgccgccgcc 60 

62 atctccaaga cggccgtggc tccgatcgag cgggtcaagc tgctgctgca ggtccagcac 120 

63 gccagcaagc agatcgccgc cgacaagcag tacaagggca tcgtggactg cattgtccgc 180 

64 atccccaagg agcagggcgt gctgtccttc tggaggggca accttgccaa cgtcattcgc 240 

65 tacttcccca ctcaagccct caacttcgcc ttcaaggata agtacaagca gatcttcctg 300 

66 gggggcgtgg acaagcacac gcagttctgg aggtactttg cgggcaacct ggcctccggc 360 

67 ggtgcggccg gcgcgacctc cctctgcttc gtgtacccgc tggattttgc cagaacccgc 420 

68 ctggcagcgg acgtgggaaa gtcaggcaca gagcgcgagt tccgaggcct gggagactgc 480 

69 ctggtgaaga tcaccaagtc cgacggcatc cggggcctgt accagggctt cagtgtctcc 540 

70 gtgcagggca tcatcatcta ccgggcggcc tacttcggcg tgtacgatac ggccaagggc 600 

71 atgctccccg accccaagaa cacgcacatc gtggtgagct ggatgatcgc gcagaccgtg 660 

72 acggccgtgg ccggcgtggt gtcctacccc ttcgacacgg tgcggcggcg catgatgatg 720 

73 cagtccgggc gcaaaggagc tgacatcatg tacacgggca ccgtcgactg ttggaggaag 780 

74 atcttcagag atgagggggg caaggccttc ttcaagggtg cgtggtccaa cgtcctgcgg 840 

75 ggcatggggg gcgccttcgt gctggtcctg tacgacgagc tcaagaaggt gatctaa 897 

76 <210> SEQ ID NO 4 

77 <211> LENGTH: 43 

78 <212> TYPE: DNA 

79 <213> ORGANISM: PCRArt if icial Sequence 

80 <220> FEATURE: 

81 <22 3> OTHER INFORMATION: PCR Primer 

82 <400> SEQUENCE: 4 

83 ttatatctcg agtatgggtg atcacgcttg gagcttccta aag 43 

84 <210> SEQ ID NO 5 - - — — ..^ 

85 <211> LENGTH: 43 ^\ 

86 <212> TYPE: DNA S~ J 

87 <213> ORGANISM: CpCRArtif icial Sequence^'' 

88 <400> SEQUENCE: 5 

89 tatataggta ccttagacat attttttgat ctcatcatac aac 43 

90 <210> SEQ ID NO 6 

91 <211> LENGTH: 43 

92 <212> TYPE: DNA ^X 

93 <213> ORGANISI^ PCRArt i f icial Sequence 

94 <400> SEQUENCE:""^--- „. 
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PAGE: 3 RAW SEQUENCE LISTING DATE: 12/10/1999 

PATENT APPLICATION US/0 9/185 , 904 TIME: 15:36:57 

Input Set: 1185904. RAW 



95 ttatatctcg agtatgacay atgccgctgt gtccttcgcc aag 43 

96 <210> SEQ ID NO 7 

97 <211> LENGTH: 43 

98 <212> TYPE: DNA ^ ") 

99 <213> ORGANISM; PCllArt if icial Sequence 

100 <400> SEQUENCE : 

101 tatataggta ccttatgtgt acttcttgat ttcatcatac aag 43 

102 <210> SEQ ID NO 8 

103 <211> LENGTH: 43 .... 

104 <212> TYPE: DNA 

105 <213> ORGANISM^ PCRArt if icial Sequence 

106 <400> SEQUENCE : ^§ 

107 ttatatctcg agtatgacgg aacaggccat ctccttcgcc aaa 43 

108 <210> SEQ ID NO 9 

109 < 2 1 1 > LENGTH: 44 — - — ^ 

110 <212> TYPE: DNA 

111 <213> ORGANISM:^ PCgArtif icial Sequence. 

112 <400> SEQUENCE: 9 

113 tatataggta ccttagagtc accttcttga gctcgtcgta cagg 44 

114 <210> SEQ ID NO 10 

115 <211> LENGTH: 21 

116 <212> TYPE: DNA 

117 <213> ORGANISM: Artificial Sequence 

118 <220> FEATURE: 

119 <223> OTHER INFORMATION: Sequence primer 

120 <400> SEQUENCE: 10 

121 tatgccatag catttttatc c 21 

122 <210> SEQ ID NO 11 

123 <211> LENGTH: 18 

124 <212> TYPE: DNA,. — 

125 <213> ORGANISM^ Artificial Sequence 

12 6 <400^ SEQUENCE: 11 " — 

127 cgccaaaaca gccaagct 18 

128 <210> SEQ ID NO 12 

129 <211> LENGTH: 45 

130 <212> TYPE: DNA 

131 <213> ORGANISM: Artificial Sequence 

132 <220> FEATURE: 

133 <223> OTHER INFORMATION: Mutagenic oligonucleotide primer 

134 <400> SEQUENCE: 12 

135 ggagatggcc tgttccgtca tcttatcgtc atcgtcgtac agate 45 

136 <210> SEQ ID NO 13 

13 7 <211> LENGTH: 4 5 

138 <212> TYPE: DNA - 

139 <213> ORGANISM:- Artificial Sequence 

14 0 <400> SEQUENCE: 13 ~ 

141 gatctgtacg acgatgacga taagatgacg gaacaggeca tctcc 45 

142 <210> SEQ ID NO 14 

143 <211> LENGTH: 35 

144 <212> TYPE: DNA 
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PAGE: 4 RAW SEQUENCE LISTING DATE: 12/l0/19yy 

PATENT APPLICATION US/09/185,904 TIME: 15:36:57 

Input Set: 1185904. RAW 



14 5 


<213> 


ORGANISM: Artificial Sequence 




146 


<220> 


FEATURE : 




147 


<223> 


OTHER INFORMATION: PCR primer 




148 


<400> 


SEQUENCE: 14 




149 




cccggggaat tctgatgacg gaacaggcca 


tctcc 


150 


<210> 


SEQ ID NO 15 




151 


<211> 


LENGTH: 3 4 — — ^ 




152 


<212> 


TYPE : DNA . . 




153 


<213> 


ORGANISM s^Art if icial Sequence 


154 


<400> 


SEQUENCE : lT - ~ ' _ " 




155 




cccgggctcg agttagagtc accttcttga 


gctc 


156 


<210> 


SEQ ID NO 16 




157 


<211> 


LENGTH: 41 • 




15R 


<212> 


TYPE: DNA 




159 


<213> 


ORGANIST^ Artificial Sequence 




160 


<400> 


SEQUENCE : 16 




161 




ttataggatc catgacggaa caggccatct 


ccttcgccaa a 


162 


<210> 


SEQ ID NO 17 




163 


<211> 


LENGTH : 4 1 




164 


<212> 


TYPE: DNA 




165 


<213> 


ORGANISM; Artificial Sequence 




166 


<400> 


SEQUENCE: 17"" 




167 




ttaaagaatt cttagatcac cttcttgagc 


tcgtcgtaca g 


168 


<210> 


SEQ ID NO 18 




169 


<211> 


LENGTH: 18 




170 


<212> 


TYPE : DNA 




171 


<213> 


ORGANISM: Artificial Sequence 




172 


<220> 


FEATURE : 




173 


<223> 


OTHER INFORMATION: Sequencing primer 


174 


<400> 


SEQUENCE: 18 




175 




aaatgataac catctcgc 




176 


<210> 


SEQ ID NO 19 




177 


<211> 


LENGTH: 18 "~ 




178 


<212> 


TYPE: DNA 




179 


<213> 


ORGANISM^ Artificial Sequence 




180 


<400> 


SEQUENCE: l"5 " 




181 




acttcaagga gaatttcc 




182 


<210> 


SEQ ID NO 2 0 




183 


<211> 


LENGTH: 18 




184 


<212> 


TYPE : DNA 




185 


<213> 


ORGANISM Artificial Sequence 




186 


<400> 


SEQUENCE : 2 (T ~~ 




187 




acttcgcctt cacggata 




188 


<210> 


SEQ ID NO 21 




189 


<211> 


LENGTH: 18 




190 


<212> 


TYPE : DNA- 




191 


<213> 


ORGANISE- .Artificial Sequence 




192 


<400> 


SEQUENCE: 2l" 




193 




tacggccaag ggcattct 




194 


<210> 


SEQ ID NO 2 2 





35 



34 



41 



41 



18 



18 



18 



18 
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PAGE: 5 RAW SEQUENCE LISTING DATE: 12/10/1999 

PATENT APPLICATION US/09/185,904 TIME: 15:36:57 

Input Set: 1185904 .RAW 



1 y j 


< ± J. > 




< *J ± *L > 




< ^ _l o > 


1 Q Q 

_l y o 


<4UU> 






o n n 
w U U 


- -1 -1 fl 
<^1U> 


1 


< ^ J. J. > 


^ U *i 


< — , ± > 




< _L J > 


"> n a 

J, U 4 




Pi c; 




~> Pi d 


1U > 


~> n "7 


<2 11 > 


— U H 




i n q 


< J. ± J > 


J X u 


, i n n ^ 

< ^ u > 


ITT 
J 1 1 


< J J > 


~ 1^ 


< 4 U U > 






~ 14 


< J _LU > 


215 


< 2 1 1 > 


216 


<2 12 > 


217 


<2 1 3 > 


218 


<40 0 > 


219 




2 2 0 


< 2 1 0 > 


^ Jl 


< 2 1 1 > 


O o o 


<J1J> 


^ J 


< J 1 J > 


2 2 4 


< 2 2 0 > 


2 2 5 


<22 3 > 


2 2 6 


< 4 0 0 > 


2 2 7 




2 2 8 


<2 10 > 


2 2 9 


<2 1 1> 


2 3 0 


<2 12 > 


Jil 


< 2 1 3 > 


2 3 2 


<4 0 0 > 


233 




234 


<210> 


235 


<211> 


236 


<212> 


2 3 7 


<213> 


238 


<400> 


239 




240 


<210> 


241 


<211> 


242 


<212> 


243 


<213> 


244 


<400> 



TYPE: DNA ^ 
ORGANISM; Artificial Sequence 
SEQUENCE : 22 " — 

tgaagcggaa gttcctat 18 
SEQ ID NO 2 3 

LENGTH: 18 — - — ^ 

TYPE : DNA 



atgccggttc ccgtacga 18 
SEQ ID NO 24 
LENGTH : 3 1 



SEQUENCE: 24 

ggcctgttcc gtcatcttat cgtcatcgtc g 31 
SEQ ID NO 2 5 
LENGTH: 31 
TYPE : DNA 

ORGANISM:^ Artificial Sequence 
SEQUENCE: 2 5 

cgacgatgac gataagatga cggaacaggc c 31 
SEQ ID NO 2 6 
LENGTH : 4 1 
TYPE : DNA 



SEQUENCE: 2 6 

ttaaagaatt catgacggaa caggccatct ccttcgccaa a 41 
SEQ ID NO 2 7 
LENGTH : 4 1 
TYPE : DNA 

ORGANISM: Artificial Sequence 
SEQUENCE : 27 

ttataggatc cttagatcac cttcttgagc tcgtcgtaca g 41 
SEQ ID NO 2 8 
LENGTH: 4 2 
TYPE: DNA 

ORGANISM: Artificial Sequence 
SEQUENCE: 2 8 

ttaatgggta ccatgacgga acaggccatc tccttcgcca aa 42 
SEQ ID NO 2 9 
LENGTH: 4 2 
TYPE: DNA 

ORGANISM i\ Artificial Sequence J 
SEQUENCE : 2 9 



PAGE: 6 W VERIFICATION SUMMARY W DATE; 12/10/1999 

PATENT APPLICATION US/0 9/185,904 TIME: 15:36:57 



Input Set: 1185904. RAW 



Line ? Error/Warning 



Original Text 



